BIOiJ!.CH .OGY 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



r: 

^ . 

////(,/zooo 



Application Serial Number: ^ I / ^ /^^ i / / ^ ^ 

Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21helD@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin30help(%uspto.gov or phone 703-306-41 19 (R Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3 0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - L825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the followine address: 



http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/596 , 14 1 



DATE: 11/16/ 
TIME: 16 : 24 : 3 



000 



Input Set : 
Out-.puL set: 



A:\CVT 203, txt 

N:\CRF3\11162 0 0 0\I59 6141, raw 



Does Not Comply 
Corrected Diskette Needed 



5 <110> APPLICANT: Lawn, Richard M. 

7 Vjade, David 

9 Garvin, Michael 

13 <120> TITLE OF INVENTION: Compositions and Methods for Increasing 
15 Efflux and Raising HDL using ATP Bindinq Cassette 

17 Transporter Protein ABCl 

21 <130> FILE REFERENCE: 99,3'35-B 

2 5 <14 0> CURRENT APPLICATION NUMBER: US/09/59 6,141 
27 <14i> CURRENT FILING DATE: 2000-06-16 

31 <15 0> PRIOR APPLICATION NUMBER: US 60/140,264 

33 <151> PRIOR FILING DATE: 1999-06-18 

37 <150> PRIOR APPLICATION NUMBER: US 60/153,872 

3 9 <151> PRIOR FILING DATE: 1999-08-14 

43 <150> PRIOR APPLICATION NUMBER: US 60/166,573 

4 5 <151> PRIOR FILING DATE: 199 9 - ;i 1 - .19 
49 <160> NUMBER OF SEQ ID NOS : 57 

53 <170> SOFTWARE: Patentln Ver . 2.0 
57 <210> SEQ ID NO: 1 

5 9 <211> LENGTH: 104 4 2 
61 <212> TYPE: DNA 

6 3 <213> ORGANISM; Homo sapiens 
6 7 <4 00> SFJQUENCE: 1 

69 cjgccgggacc cgcagagccg agccgacccL tctctcccgg gotgcggcag ggcagggcgg 6 0 
71 ggagctccgc gcaccaacag agccggtitct cagggcgctt: tgctcctLgL tt:ttt:ccccg 12 0 
73 gttctgtttt ctccccttct ccggaaggct tgtcaagggg taggagaaag agacgcaaac 180 
75 acaaaagtgg aaaacagtta atgaccagcc acgggcgtcc ctgctgtgag ctctggccgc 240 
77 Lgccttccag ggctcccgag ccacacgctg ggcgf.gctgg cLgagggaac aLggcttgtt 300 
79 ggcctcagcl: gaggUtgctg cLgtggaaga acctcacttt cagaagaaga caaacatgtc 360 
81 agctgttact ggaagtggcc tggcctctiat ttatcttccL gatcctgatc tctgttcggc 420 
8 3 tgagctaccc accctatgaa caacatgaat gccattttcc aaataaagcc atgccctctg 4 80 
8 5 caggaa cacti tccttgggtt caggggatta tctgtaaUgc caacaacccc tgttLccgtt 54 0 
87 acccgactcc tggggaggct: cccggagttg ttggaaactt taacaaaticc a LtgLggctc 600 
89 gcctgttctc agatgctcgg aggctLctLt taLacagcca gaaagacacc agcatgaagg 660 
9.1 acatgcgcaa agtLctgaga acattacagc agatcaagaa atccagctca aacttgaagc 720 
93 ttcaagattt cctggtggac aatgaaacct tctctgggtt cctabatcac aacctctctc 780 
95 tcccaaagtc LactgLggac aagatgctga gggctgatgt cattctccac aaggtatttt 840 
97 tgcaaggcta ccagtLacat ttgacaagLc tgLgcaatgg atcaaaatca gaagagatga 900 
99 Ltcaacttgg tgaccaagaa gtttctgagc tttgCggcct accaaaggag aaactggctg 960 
101 cagcagagcg agtacttcgt tccaacatgg acatcctgaa gccaatcctg agaacactaa 1020 
103 actctacatc tcccLtcccg agcaaggagc tggcLgaagc cacaaaaaca ttgctgcata 1080 
105 gLcLLgggac tctggcccag gagctgttca gcatgagaag ct.ggagtgac atgcgacagg 1140 
107 aggLgaLgtt tctgaocaat gtgaacagcL ccagctcctc cacccaaatc taccaggctg 1200 
109 t:gtctcgtat Ugtctgcggg catcccgagg gaggggggct gaagatcaag tctctcaact 1260 
111 ggLatgagga caacaactac aaagccctct ttggaggcaa Lggcactgag gaagaLgcLg 1320 
113 aaacctLcta tgacaactct acaactcctt actgcaatga ttUgatgaag aatttggagt 1380 
115 ctagtcctct tl-cccgcatt at:ctggaaag ctctgaagcc gct:gctcgtt gggaagatcc 1440 
117 tgtatacacc tgacactcca gccacaaggc. aggtcatggc tgaggtgaac aagaccttcc 1500 



Cliolesterol 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/596 , 14 1 



lh\T\i: :ll /.I 6/2000 
TIME: 16:24:35 



Input: Set : A:\CVT 203, txt 

Output Set: N:\CRF3\11162000\l596141.raw 



119 aqgaactggc tgtgttccat gatctggaacj gcatgUggga ggaactcagc cccaagatct 1560 

121 qgaccttcGt ggagaacagc caaganatgg accttgtccg gatgctgttg gacagcnggg 1520 

123 acaatgacca cttttgggaa cagcagttqy atggcttaga ttggacagcc caagacatcg 1680 

125 tggcgttttt ggccaagcac ccagaggatg tccagtccag taatggttct gtgtacacct 1740 

127 ggagagaagc tttcaacgag actaaccagg caatccggac catatctcgc ttcatggagt IBOO 

129 gtgtcaacct gaacaagcta gaacccatag caacagaagt ctggctcatc aacaagtcca 18 60 

131 tggagctgct ggatgagagg aagttctggg ctgqtattgL gttcactgga attactccaq .1920 

133 gcagcattga gctgccccat: catgtcaagt acaagatccg aatygacatt gacaatgtgg 19 80 

135 agaggacaaa taaaatcaag gatgggtact gggaccctgg tcctcgagct gacccctttg 2040 

137 aggacatgcg gtacgtctgg gggggcttcg cctacttgca ggatgtggtg gagcaggcaa 2100 

139 tcatcagggt gctgacgggc accgagaaga aaactggtgt ctatatgcaa cagatgccct 2160 

141 atccctgtta cgttgatgac atctttctgc gggtgatgag ccggtcaatg cccctcttca 22 20 

14 3 tgacgctggc ctggatttac tcagtggctg tgatcatcfja gggcatcgtg tatgagaagg 2280 

145 aggcacggct gaaagagacc atgcggatca tgggcctgga caacagcata ctctggttta 2340 

14 7 gctggttcat tagtagcctc attcctcttc tLgtgagcgc tggcctgcta gtggtcatcc 24 0 0 

14 9 tgaagttagg aaacctgctg ccctacagtg atcccagcgt ggtgtttgtc ttcctgtccg 24 60 
151 tgtttgctgt ggtgacaatc ctgcagtgct tcctgattag cacactcttc tccagagcca 2 520 
153 acctggcagc agcctgtggg ggcatcatct act tea eg ct gtacctgccc tacgtcctgt 2 580 
155 gtgtggcatg gcaggactac gtgggcttea cactcaagat cttcgctagc ctgctgtctc 2 6 40 

15 7 ctgLggcttt tgggtttggc tgtgagtact ttgccctttt tgaggagcag ggcattggag 2 700 

15 9 tgcagtggga caacctgttt gagagtcctg tggaggaaga tggcttcaat ctcaccactt 2 760 
161 cgatctccat gatgctgttt gacaccttcc tctatggggt gatgacctgg tacattgagg 2820 

16 3 ctgtctttcc aggecagtac ggaattccca ggccctggta ttttccttgc accaagtcct 2 8 80 
165 actggtttgg cgaggaaagt gatgagaaga gccaccctgg ttc<;aaccag aagagaatgt 2940 
167 cagaaatctg catggaggag gaacccaccc acttgaagct gggcgtgtcc attcagaacc 3000 
16 9 tggtaaaagt ctaecgagat gggatgaagg tggctgtcga tggcctggca ctgaattttt 3 0 60 
171 atgagggcca gatcacctcc ttcctgggce acaatggagc ggggaagacg accaccatgt 3120 
173 caatcctgao cgggttgttc cccccgacct cgggcaecgc ctacatcctg ggaaaagaca 3180 
175 ttcgetctga gatgagcacc atccggcaga aectgggggt ctgtccecag cataacgtge 3240 
177 tgtttgacat gctgactgtc gaagaacaca tctggttcta tgcccgcttg aaagggctct 3300 
179 ctgagaagca cgtgaaggcg gagatggagc agatggccct ggatgttggt ttgccatcaa 3360 
181 geaagctqaa aagcaaaaca agccagctgt caggtggaat gcagagaaag ctatctgtgg 3420 
183 ccttggectt tgtcggggga tctaaggttg tcattctgga tgaacccaca gctggtgtgg 34 80 
185 acccttactc ccgcagggga atatgggagc tgctgctgaa ataccgacaa ggccgoacca 3540 
187 ttattctctc tacacaccac atggatgaag cggaegtcet gggggacagg attgccatca 3600 
189 tctcccatgg gaagctgtgc tgtgtgggct cctccctgtt tctgaagaac cagctgggaa 3660 
191 caggetacta cctgaecttg gtcaagaaag atgtggaatc ctccctcagt tcctgcagaa 3720 
193 acagtagtag cactgtgtca tacctgaaaa aggaggacag tgtttctcag agcagttctg 3780 
195 atgctggcct gggcagcgac catgagagtg acacgctgac catcgatgte tctgctatct 3840 
197 ceaacctcat caggaagcat gtgtctgaag cccggctggt ggaagacat:a gggcatgagc 3900 
199 tgacctatgt gctgccatat gaagctgeta aggagggagc ctttgtggaa ctctttcatg 3960 
201 agattgatga ceggctetca gaoctgggca tttctagtta tggcatctea gagacgaccc 4020 
203 tggaagaaat attcctcaag gtggccgaag agagtggggt ggatgctgag acctcagatg 4080 
205 gtaectitgcc agcaagacga aacaggeggg ecttcgggga caagcagagc tgtcttcgcc 4140 
207 cgttcactga agatgatgct gctgatccaa atgattctga catagaccca gaatccagag 4200 
209 agacagactt gctcagtggg atggatggca aagggtccta ceaggtgaaa ggctggaaac 4260 
211 ttacaeagca aeagtttgtg gcccttttgt ggaagagact gctaattgcc agacggagtc 4 3 20 
213 ggaaaggatt ttttgctcag attgtcttgc cagctgtgtt tgtctgeatt geocttgtgt 4380 
215 tcagectgat cgtgccaccc tttggoaagt accccagcct ggaacttcag ccctggatgt 4440 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/596,141 



DATK: .11/16/2000 
TIME: 16:24:35 



input: Set : 
Output Set: 



A:\CVT 203.txt 

N:\CEF3\1116 2000\I59 6141 .raw 



217 
219 
221 
223 
225 
227 
229 
231 
233 
235 
2 37 
239 
2^1 
24 3 
245 
247 
249 
251 
253 
255 
257 
259 
261 
263 
265 
267 
269 
271 
273 
275 
277 
279 
281 
2B3 
2B5 
287 
289 
291 
2 93 
295 
297 
299 
301 
303 
305 
307 
309 
311 
3.13 



acciQcgaaca 
tc ttaaacgc 
tcccatjacac 
ccatca tgqa 
agtgtagcag 
tgcctcctcc 
acatutcgga 
agar.ctgggt: 
cacttcctcc 
tggccaagga 
Lggacaccag 
ctttcctgaa 
ctagccatta 
cagaggrggc 
caatgtcctt: 
caaaacacct 
tctgggatat 
tccagcagaa 
tgtatgggtg 
qcacagccta 
ccacctttgt 
agt:ccgtg t:t 
aaaaccaggc 
Latottggga 
tcctca ttac 
agcta t:cLcc 
atggtggagg 
agcggaagcc 
tcctgggagt 
ctgttaccag 
tiacatcagaa 
gagaacacgt 
ttggtgaytg 
actatagtgg 
ctgtggtgLt 
ggaattgtgc 
tggaagaatg 
gccttggcag 
gaatagcagg 
ctggaagt:-gt 
tatcttctct 
aagactactc 
aaagtgatga 
ttgcagttct 
tec tgt teat 
aagtgttgtg 
tgatactatt 
gLgcctttg t 
aceLatacct 



gtiacacattt 
ccLcaccaaa 
gccctgccag 
cctcttccag 
cgacaaaatc 
acaaagaaaa 
t ta tctggtg 
gaatgagttt 
gag tea ag a a 
cag ttetgca 
aaa taa tgte 
tgteatcaac 
tggaattact 
tctgatgacc 
egteeeagec 
gcagttcatc 
g tgcaattac 
gtectatg tg 
gteaatcaca 
tgtggtgctc 
gctggagctg 
cttga tcttc 
aatggctgat 
cttggtggga 
tgttctgatc 
tc tgaatgat 
ceagaatgac 
tgctgttgac 
taa tggggct 
aggagatgct 
catgggctac 
ggagttcttt 
99^-9^ttcgg 
aggcaaeaaa 
tctggatgaa 
ectaaytgtt 
tgaagctctt 
tgtceageat 
gtccaacccg 
tetaaaagag 
ggccaggata 
tgtttctcag 
tgaccactta 
cacatctttit 
^C9999tggc 
gagaaaagag 
caatgcaatg 
agccta tgtc 
a tgtgaaact 



gtcagcaatg 
gaccctggct 
gcaggggagg 
aatgqgaact 
aagaaga tgc 
caaaacactg 
aagacgtatg 
aggtatggcg 
gttaatgatg 
gatcgatttc 
aaggtgtgg t 
aatgccattc 
gctttcaate 
acatcagtgg 
agctttgteg 
agtggagtga 
gttgtecctg 
tccteeacca 
cctctcatgt 
accagegtga 
tteaccgaca 
ccaca ttttt 
gccctggaaa 
cgaaaectet 
cagtaeaga t 
gaaga tgaag 
atettagaaa 
aggatttgcg 
ggaaaatcat 
ttccttaaca 
tgcecteagt 
gcccttttga 
aaactgggcc 
cgcaagctct 
cceaecacag 
gtcaaggagg 
tgcactagga 
etaaaaaa ta 
gacctgaagc 
aaaeaccgga 
ttcagcatcc 
acaaeacttg 
aaagacctct 
ctacagga tg 
tgaaagtaaa 
ccagaagttg 
caa ttcaa tg 
ttgtatggct 
ctattatgga 



a tgetcetga 
tcgggacccg 
aagagtggac 
ggacaatgca 
tgectgtgtg 
cagatatcct 
tgcagatcat 
gctttteeet 
ccatcaaaca 
tcaacagett 
tcaataacaa 
tccgggccaa 
atcccctgaa 
atgtcettgt 
ta ttcetgat 
agcctgtcat 
ccacactggt 
atetgcctgt 
acccagoctc 
ace tet teat 
a taagctgaa 
gcctgggacg 
ggtttgggga 
tcgcca tggc 
tcttcatcag 
atgtgaggcg 
tcaaggag tt 
tgggcattce 
eaactttcaa 
aaaatagtat 
ttgatgccat 

g^jgy^^gtccc' 

tegtgaagta 
ctacagccat 
geatggatcc 
ggagatcagt 
tggcaatcat 
ggt ttggaga 
ctgtccagga 
acatgctaea 
tctcccagag 
aecaagtatt 
cattacacaa 
agaaagtgaa 
gaggaactag 
atgtgggaag 
caa tgaaaac 
ctcaagtgaa 
acceaatgga 



ggacacggga 
ctgtatggaa 
cactgcccca 
gaacccttca 
tcccccaggg 
tcaggacctg 
agccaaaagc 
ggg^-gtcag t 

aatgaagaaa 
gggaagattt 
gggetggcat 
cctgcaaaag 
tctcaecaag 
gtecatctgt 
ccaggagcgg 
ctactggctc 
cattatcatc 
getagccctt 
ctttgtgttc 
tggcattaat 
taatatcaat 
agggctca to 
gaatcgcttt 
cgtggaaggg 
gcccagacct 
ggaaagacag 
gacgaaga ta 
tcctggtgag 
gatgttaaca 
cttatcaaac 
cacagagctg 
agagaaagaa 
tggagaaaaa 
ggctttga tc 
eaaagcccgg 
agtgcttaca 
ggtcaa tgga 
tgg tta taca 
tttctttgga 
ataccagett 
caaaaagcga 
tgtgaacttt 
aaaccagaca 
agaaagctat 
actttccttt 
aagtaaactg 
aaaattccat 
agacttgaat 
cata Lgggtt 



accctggaac 
ggaaacccaa 
gttccccaga 
cctqcatgcc 
gcaggggggc 
a cag gaaga a 
ttaaagaaca 
aatactcaag 
caectaaagc 
atgacaggac 
gcaa tea got 
ggagagaacc 
cagcagctct 
gtcatctttg 
gtcagcaaag 
tctaattttg 
ttcatetgct 
ctacttttgc 
aaga tcocca 
ggcagcgtgg 
gata tcctga 
gacatggtga 
g tgtcaceat 
g tgg tgttct 
g taaa tgcaa 
agaattcttg 
tatagaagga 
tgctttgggc 
ggagatacca 
a tcca tgaag 
ttgactggga 
gttggcaagg 
tatgctggta 
ggcgggectc 
cggttcttgt 
tctca tagta 
aggttcaggt 
atagttgtac 
cttgea tttc 
cca tcttcat 
ctccacatag 
gccaaggacc 
gtagtggacg 
gta tgaagaa 
gcaccatg tg 
gatactgtac 
tacaggggca 
tta gt ttttt 
tgaactcaca 



4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
504 0 
5100 
5160 
5220 
5280 
5340 
5400 
5460 

5 5 20 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 

6 24 0 
6300 
6360 
6420 
6480 
6 54 0 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/596 , 14 1 



DATE: 11/16/2000 
TIME: 16:24:35 



315 
317 
319 
321 
323 
325 
327 

3 29 
331 
333 
335 
337 
33 9 
341 
343 
345 
347 
349 

35:1 

353 
355 
357 
359 
361 
363 
365 
357 
369 
371 
373 
375 
377 
379 
381 
3H3 
3B5 
387 
389 
391 
393 
395 
W--> 397 
399 
W--> 401 
W--> 403 
405 
407 

4 09 
4.11 



Cttttttttt 
tela tea tggc 
gccatgcca t 
qccagagtta 
acttttgtga 
9 tgccatgcg 
aacatgcaac 
gtccta tgct 
agatcctggt 
ccagggcaf.g 
cctgacLg tc 
tatttctggc 
atgtttgtac 
tagaa tggcc 
tttattttct 
ggtcaggatc 
c tcact tea t 
eg tat.aagac 
actggtttac 
agcctttttt 
aagtttaaac 
cacaactr.qt 
ccccattaaa 
taaaaacaac 
tttctagtca 
tgagagaaaa 
a teat ta eta 
cttcaga ttt 
ctgctgaaaa 
aagtaatgaa 
ttcaaaaa ta 
ttatggtttc 
gcaactcctt 
tgtgaactat 
getagaaaea 
attttttaea 
caa tcaagca 
ctcaaaatac 
ttaacaaetg 
ecagcacaat 
actgaaagea 
atcattgact 
attttccaaa 
ggacccttgg 
tcaaaatggt 
cttcttatac 
caagcacttt 
aaaactagac 
aaagaaaaaa 



Input Set : 
Output Set: 

ttttttgtte 
cagegattat 
gcccaggaga 
ttagtgccaa 
aage tgetet 
tggctaaca t 
aaaaatgtgg 
tegagceatg 
aagaggcaaa 
gga ttaaaga 
Lgc taacatg 
tttttgaatt 
tttttaatgt 
tctttgtaga 
tatgtaagtt 
tcatgaca tt 
caatcaaata 
tagagaga ta 
aaata taggt 
t ttt ttt ttt 
aatgaa ttct 
gttta tggea 
tctgacagtc 
aaa tae ttce 
gtaaacattt 
gaaaaata tg 
acttettcca 
caaattaatc 
agaaaaaaat 
ggcatatttc 
cagaa tttat 
ctcattttac 
aettcggttc 
tttgaagaaa 
atetatiag tt 
ttttcctgtg 
aaatttctgt 
gtg ttcaaaa 
tgaatatgag 
tcattgttaa 
aa tgctttgt 
aaagccattt 
gagccatgtg 
tattatctac 
gcatccccct 
cctaaga tya 
acgctg tctg 
aaaagtttea 
aattttg ta t 



A:\CVT 2 03 . tXt 

N:\CRF3\11162 0 00\l596i41.raw 



ctgtgtattc 
tgatcaaaat 
ctggtttccc 
gtttttcaga 
qetcagagte 
cctgctttga 
gtgtctctag 
ggtctacaqy 
gaatcaacag 
gattgtgcg t 
g tacactgca 
aatctagaaa 
tatttggaa t 
accctgtggt 
tgea tatcay 
atatttqagt 
ttttttgagt 
ttaag tctea 
tgtcttgtgg 
aattgcaaca 
teaacaggga 
tttag tacet 
tcaaattttt 
atatggagca 
gtaaaaa tac 
agagaactat 
ctttttccaa 
tttetatatt 
gattgtttta 
eaa taactag 
ayaataat tt 
taaaa tcgta 
etctgatttc 
acaegaca tt 
ataca tcttc 
taaacetaat 
atattecctg 
atttctgctt 
aaataeagaa 
aaaacaacca 
gactattaaa 
gctgtgtttt 
tcatgtaata 
tagaataatg 
taaaapgttc 
agctgttttt 
taa tggga tc 
caacaga ttt 
g tcaataact 



tcattggggt 
caaaaggtaa 
ggtgacaea t 
aagtttgaag 
tatcaacatt 
t tccctetga 
gcacgggaaa 
y tcatcctta 
ccaaactgct 
tcaaacctag 
tctcaagatg 
a tgaaaaga t 
tttaagttct 
atagaggagt 
tcatgactag 
ttcttteaga 
g tatgctgta 
gtacacttec 
ttgtaggagc 
a tgcaaaagc 
aaacagc tag 
tcaaa taa tt 
ca tctctt-ca 
tttttcagag 
tgtttcacta 
tg tttgggga 
aatttgaa ta 
ttttaaattt 
gaagttaaag 
tgata tggea 
ctcctcattt 
ttctaattet 
aaggcca ta t 
ttaatacaga 
attaatactg 
tgtggtagaa 
tggaatgtac 
ttgcatcttt 
gaaaa taa ta 
aacetcacae 
tgttgcaea t 
cttcttgtgg 
ctgaacccUt 
taatactgW 
t a ttt c cat a 
y tgctc tttg 
tatttttgea 
ctaagttaaa 
ttatatgaag 



tgcaacaata 
tgcaca tcct 
ccattgctgg 
caeeatggtg 
yaatatcagt 
taagctg ttc 
cttygttcca 
tgagactctt 
ggygctgcaa 
ggaagcctgt 
tttatctgac 
ggagttgtat 
a tea gtg act 
atggecactg 
tgcctagaaa 
tcatttagga 
getgaaagag 
tgtgccatgt 
ccactgtaac 
eaagaaagta 
cttgaaaact 
ggctttgcag 
ateactagtc 
ttttctaaee 
atacttactg 
agttcaag tg 
ttaacgctaa 
acagaata tt 
tcaatattga 
tegttgcaat 
aatattttte 
tcattatagt 
tttaaaaaat 
ttgaaaggac 
tgttaccttt 
atttttacca 
ctatytgagt 
gggacaectc 
agccctctat 
taetgtatlt 

eat tea 
tatat 
ttgag 
gaaatattgc 
aggatttagc 
ttcatcattg 
etggaa tatc 
tcattttcat 
tattaaaatg 



attca tcaag 
cat tea eta a 
caatgagtyt 
tytcatgctc 
tga cagaa tg 
tggtggcag t 
ttgttatatt 
aaatatactt 
yetyctyaag 
gcceatttgt 
acaagtgtat 
tttgacaaaa 
tctgaatect 
cceeactatt 
gcaa tgtyat 
tactcttaat 
tatq tacyta 
tat tcagctc 
aatattgggc 
taagggtcac 
tgctgaaaaa 
ata ttgga ta 
aagaaaaata 
cagtcttatt 
ttaactgtct 
atctttcaat 
agg tg taaga 
atataaccca 
ttttaaatat 
ttacagta te 
aaaatcaaag 
aaatcta tga 
caaaaygcac 
ctcttetgaa 
taaaa tag ta 
aetctatact 
ttcagaaatt 
agaaaactta 
aca taaatyc 
catta tctgt 
ctg tatagta 
caggtaaaat 
aca ttaattt 
tctaattctt 
ttgcttatcc 
yccctcattc 
tgayaa ttyc 
taaaaggaaa 
catatttcta 



74 4 0 
7500 
7560 
7G20 
7680 
7740 
7800 
7B60 
7920 
7980 
8040 
8100 
8160 
8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 

8 9 40 
9000 

9 0 60 
9120 
5180 
9240 
9300 
9360 
9420 
9480 
954 0 
9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/596 , 14 1 



DATJi 
TIHfc^ 



.1 l/:i 5/2000 
:i 6 : 24 : 3 5 



Input: Set : A:\CVT 2 03.txt 

Output Set: N:\CRF3\11162000\I596i41.raw 



413 tcjttcjtaata taatgagtca caaaataaag ctcjtgacagt tctgUtaaaa aaaaaaaaaa 10330 
415 aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1044 0 



420 <2.10> SKO ID NO: 2 

422 <211> LtlNGTH: 22 61 

424 <212> TYPE: PRT 

4 26 <2i3> OKGANISW; Homo sapieas 

4 30 <4 00> SEQUENCE : 2 

4 32 Met Ala Cys Trp Pro Gin Leu Arg Leu Leu Leu Trp Lys Asn Leu Thr 

4 34 1 5 10 15 

43 8 Phe Arg Arg Arg Gin Thr Cys Gin Leu Leu Leu Glu val Ala Trp Pro 

4 40 20 2 5 30 

4^4 Lcu Phe lie Phe Leu He Leu He Ser Val Arg Leu Ser Tyr Pro Pro 

446 35 4 0 4 5 

4 50 Tyr Glu Gin His Glu Cys His Phe Pro Asn Lys Ala Met Pro Ser Ala 

452 50 55 GO 

456 Gly Thr Leu Pro Trp Val Gin Gly He He Cys Asn Ala Asn Asn Pro 

453 65 70 75 80 
46 2 Cys Phe Arg Tyr Pro Tiir Pro G.ly Glu Ala Pro Gly Val Val Gly Asn 
464 ' 85 ' 90 95 

468 Phe Asa Lys Ser He Val Ala Arg Leu Phe Ser Asp Ala Arg Arg Leu 

4 70 100 10 5 110 

474 Leu Leu Tyr Ser Gin Lys Asp Thr Ser Met Lys Asp Met Arg Lys Val 

476 115 120 125 

480 Leu Arg Thr Leu Gin Gin " He Lys Lys Ser Ser Ser Asn Leu Lys Leu 

482 .130 135 140 

4 86 Gin Asp Phe Leu Val Asp Asn Glu Thr Phe Ser Gly Phe Leu Tyr His 

4 88 145 150 ;155 16 0 

4 92 Asn Leu Ser Leu Pro Lys Ser Tlir Val Asp Lys Met Leu Arg Ala Asp 

494 165 ' 170 175 

4 98 Val He Leu His Lys Val Phe Leu Gin Gly Tyr Gin Leu His Leu Thr 

500 180 185 190 

504 Ser Leu Cys Asn Gly Ser Lys Ser: Glu Glu Met He Gin Leu Gly Asp 

506 195 200 205 

510 Gin Glu Val Ser Glu Leu Cys Gly Leu Pro Lys Glu Lys Leu Ala Ala 

512 210 215 ^ ^ 220 

516 Ala Glu Arg Val Leu Arg Ser Asn Met Asp He Leu Lys Pro He Leu 

518 225 " 230 235 ' 240 

52 2 Arg Thr Leu Asn Ser Thr Ser Pro Phe Pro Ser Lys Glu Leu Ala Glu 

524 245 250 ' 255 

52 8 Ala Thr Lys Thr Leu Leu His Ser Leu Gly Thr Leu Ala Gin Glu Leu 

530 260 ' 265 270 

534 Phe Ser Met Arg Ser Trp Ser Asp Met Arg Gin Glu val Met Phe Leu 

536 275 280 " • 285 

540 Thr Asn Val Asn Ser Ser Ser Ser Ser Thr Gin He Tyr G.l n Ala Val 

542 290 295 300 

54 6 Ser Arg He Val Cys Gly His Pro Glu Gly Gly Gly Leu Lys He Lys 

54 8 30 5 310 315 32 0 

55 2 Ser Leu Asn Trp Tyr Glu Asp Asn Asn Tyr Lys Ala Leu Phe Gly Gly 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



417 aa 



10442 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/59 6,141 



DATE: :i 1/1 6/2000 
TIME; 16:24:36 



Input Set : 
Output Set: 



A:\CVT 2 03.txt 

N:\CRP3\1116 2 000\I596141 .raw 



: 25 M: 270 C: 
:27 M:271 C: 
:397 M:258 W 
:397 M:258 W 
:39 7 M:258 W 
:397 M:258 V^/ 
: 3 97 M; 34 0 W 
:401 M:258 W 
: 4 0 1 M : 2 5 8 W 
:4 01 M:258 W 
: 4 01 M: 258 W 
:34 0 Repeated 
;403 M:258 W 
:403 M;258 W 
:4 03 M;258 W 
:403 M:258 W 
:1366 M:258 
:1366 M:258 
:1366 M:258 
:1365 M:258 
:1366 M:340 
:1 368 M:258 
:1368 M:258 
:1368 M;258 
:1368 M:258 



Current Applicatiion NumbGr (3ifferSy Replaced Application Number 
Current Filing Date differs, Replaced Current Filing Date 
Mandatory Feature missitig, <220> not found for SEO IDii :1 
Mandatory Feature raissituj; <221> not found for SEO ID?f;l 
Mandatory Feature missiny/ <222> not found for SEQ 1"D#:1 
Mandatory Feature missing/ <22 3> not found for SEQ IDff;l 
(46) "n" or "Xaa" used: Feature required/ for SFO rD#:l 
Mandatory Feature missing, <220> not found for SFJO IDif 
X'landatory Feature missing; <221> not found for SEQ ID# 



Mandatory Feature missing, 
Mandatory Feature missing, 
in SeqNo^l 

Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing y 



<22 2> not found for SEQ ID# 
<22 3> not found for SEQ ID# 



<220> not found for SEQ IDs : 
<221> not found for SEQ TDff:l 
<222> not found for SEQ IDn-.l 
Mandatory Feature missing, <223> not found for SEQ 1D# ; 1 
Mandatory Feature missing, <220> not found for SEO IDff:4 
Mandatory Feature missing, <221> not found for SEQ 1D#:4 
Mandatory Feature missing, <222> not found for SEQ ID^:4 
Mandatory Feature missing, <223> not found for SEQ IDif:4 
(46) "n" or "Xaa" used: Feature required, for SEO 1D#:4 
Mandatory Feature missing , 
Mandatory Feature missing, 
Mandatory Feature m.issing , 
Mandatory Feature missing, 



<220> 


not 


found 


for 


SEQ 


ID# 


4 


<22i> 


not 


found 


for 


SEQ 


IDff 


4 


<222> 


not 


found 


for 


SEQ 


IDJf 


4 


<223> 


not 


found 


for 


SEQ 


IDs 


4 



M:340 Repeated in SeqNo=4 



t 


:i 3 70 


M 


25 8 


W 


Mandatory 


Featu re 


rii ss i ng , 


<220> 


not 


found 


for 


SEQ 


ID# 


4 




,1 370 


M 


258 


W 


Mandatory 


Feature 


m i s s .1 [1 g , 


<22i> 


not 


found 


for 


SEQ 


IDff 


4 


L 


1370 


M 


258 


w 


Mandatory 


Feature 


missing , 


<222> 


not 


found 


for 


SEQ 


lDi^ 


4 


I, 


1370 


M 


25 8 


w 


Mandatory 


Feature 


missing , 


<223> 


not 


found 


for 


SEQ 


IDff 


4 


Tj 


1372 


M 


258 


w 


Mandatory 


Feature 


mi ssing , 


<220> 


not 


found 


for 


SEQ 


IDw 


4 


T. 


1372 


M 


258 


w 


Mandatory 


Feature 


missing, 


<22i> 


not 


found 


for 


SEQ 


IDff 


4 


li 


1372 


M 


258 


w 


Mandatory 


Feature 


missing , 


<2 22> 


not 


found 


for 


SEQ 


ID# 


4 


L 


1372 


M 


258 


w 


Mandatory 


Featu re 


missing , 


<2 23> 


not 


found 


for 


SEQ 


IDff 


4 




1578 


H 


258 


w 


Mandatory 


Feature 


missing , 


<220> 


not 


found 


for 


SEQ 


1D# 


6 




1 578 


M 


258 


w 


Mandatory 


Feature 


m .i s s i n g , 


<2 21> 


not 


f ou nd 


for 


SEQ 


IDff 


6 


L 


1578 


M 


258 


w 


Mandatory 


Feature 


missing, 


<222> 


not 


found 


for 


SEQ 


ID# 


6 


L 


1578 


M 


258 


w 


Mandatory 


Featu re 


missing , 


<223> 


not 


found 


for 


SEQ 


IDff 


6 


h 


1578 


M 


340 


w 


(46) "n" or "xaa" 


used: Feature 


required, for SEQ ID*f:6 


t 


;i582 


M 


258 


w 


Mandatory 


Feature 


mi ssing , 


<220> 


not 


found 


for 


SEQ 


IDff - 


6 


L 


1582 


M 


258 




Mandatory 


Fea ture 


missing , 


<2 21> 


not 


found 


for 


SEQ 


1D# ; 


6 


L 


1582 


M 


258 


w 


Manciatory 


Featu re 


missing/ 


<222> 


not 


found 


for 


SEQ 


IDf^ : 


6 


L 


1582 


H 


2 58 


w 


Mandatory 


Feature 


missing , 


<223> 


not 


found 


for 


SEQ 


IDff : 


6 


M 


3 40 Repeated 


in SeqNo=6 




















L 


15 84 


M 


258 


w 


Mandatory 


Fea ture 


miss ing , 


<220> 


not 


found 


for 


SEQ 


XDii- : 


6 


L 


15 84 


M 


258 


w 


Mandatory 


Fea tu re 


missing , 


<221> 


not 


found 


for 


SEQ 


IDff : 


6 


L 


1584 


M 


258 


w 


Mandatory 


Feature 


missing , 


<222> 


not 


f ou nd 


for 


SEQ 


IDff : 


6 


L 


15 84 


M 


258 


w 


Ma ndatory 


Feature 


mi.ss ing , 


<223> 


not 


found 


for 


SEQ 


IDfi : 


6 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/59 6 , 14 1 



DATii: 
TIME 



.11/16/2000 
16 : 24 : 3G 



Input: Set ; A:\CVT 2 0 3.txt 

Output Set: N:\CRF3\11162000\I596141.raw 



L:1943 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:7 

L;194:i t'5:258 W: Mandatory Feature missing, <221> not found for SEO IDJf : 7 

L:1943 M;258 W: Mandatory Feature missing. <222> not found for SEQ TDfi : 7 

1:1943 M;238 W: Mandatory Feature missing, <223> not found for SEQ IDS: 7 

L:1943 M:340 W: (46) "ii" or "Xaa" used: Feature required, for SEQ IDs:? 

L:1947 M:2ri8 W: Mandatory Feature missing, <220> not found for SEO IDIf : 7 

L:1947 H:2ri8 : Mandatory Feature missing, <221> not found for SEQ IDs: 7 

t:1947 M:258 W: Mandatory Feature missing, <222> not found for SEO ID#:7 

L:1947 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:7 
M:340 Repeated in SeqNo=^7 

L:3171 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:9 

1^:3171 M:253 W: Mandatory Feature missing, <2 21> tiot found for SEQ IDS: 9 

1:3171 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ 1D#:9 
M:340 Repeated in SeqNo=9 
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raw Sequence Listing E 




mmary 





ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



1 Wrapped Nucleics 



2 Wrapped Aminos 



3 incorrect Line Length 

4 Misaligned Amino Acid 

Numbering 

5 Non-ASCII 



6 Variable Length 



7 Palentin ver. 2.0 "bug" 



8 Skipped Sequences 

(OLD RULES) 



9 Skipped Sequences 

(NEW RULES) 

J 

10 Use of n's'or Xaa's 

(NEW f?^Lft)' 



11 Use of <213>Organism 

(NEW RULES) 

12 Use of <220>Feature 

(NEW RULES) 



1 3 Patentin ver. 2.0 "bug" 



-EASE DISREGARD ENGLISH "ALPHA- HEADERS. WHICH WERE^INSERTED BY PTO SOFTWARE 
The numberAext at the end of each line •wrapped" down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent Vrapping". 

The amino acid -number/text at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating It. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

The numt>ering under each 5th amino acid is misaligned. This may be caused by Ihe'use of tabs 
between the numbering. It is recommended to delete any tabs and use spac!ng~^etv^n the numt>ers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text^so that it can be processed. 

Sequence(s) contain n*s or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence^) . Normally. Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHAf^CTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTIONrSEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence{s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
C400> sequence id number 
000 

Use of n's and/orJ<aa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 
Sequence(s) are missing this mandatory field or its resporise. 

Sequence(s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificiar or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98. Vol. 63* No. 104. pp. 29631-32) (Sec. 1.823 of new Rules) 

Please do not use "Copy to Disk" function of Patentin version 2,0, This causes a corrupted 

fife"; Te'SScnting in missing mandatd^y numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager^ or any other means to copy file to floppy disk. 



A KS- Biotechnology Systems Branch- 5/15/99 



